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Three-dimensional genomic expression analysis of gynecological multiple cancers
and recurrent cancers to reveal oncogenic mechanisms and therapeutic targets
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Synchronous endometrial and ovarian cancer in Lynch syndrome showed that
they originated from the respective organs as early cancer, which is contrary to recent reports
suggesting that synchronous endometrial and ovarian cancer in the general population is metastatic.
Both cancers showed high mutation burden, the characteristic of Lynch syndrome and they would be
suitable for immune checkpoint inhibitors. In serous ovarian cancer, common in hereditary breast and

ovarian cancer, the homologous recombination repair mechanism that determines the indication for
PARP inhibitors can be altered by chemotherapy. This suggests that testing with appropriate
specimens is necessary for treatment selection. Currently, we are focusing on developing ovarian
tumor initiation organoid models. They can contribute to early diagnosis of ovarian cancer, as well
as develop models for other gynecological cancers.
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