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Investigation of master molecules involved in transcriptional regulatory region
of pancreatic anticancer drug resistance
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We searched for functional RNA molecules involved in pancreatic cancer cells
and anti-cancer drug resistance. 12 microRNAs were upregulated after treatment of MIAPaCa-2, a
pancreatic cancer cell line with KRAS G12C mutation, with Sotrasib by introducing a KRAS inhibitor.
Based on the analysis of pancreatic cancer functional RNA profiles, we hypothesized that miR-1224-5p
and miR-296-5p are functional RNA molecules whose expression is induced early after drug exposure,
We are currently investigating the molecular mechanism of the master molecule by analyzing the
function of each microRNA in pancreatic cancer cell lines and searching for regulatory molecules.
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