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Identification and functional analysis of microRNAs specific for early-stage
colorectal cancer
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We took cancerous and healthy portions of early-stage colorectal cancer
specimens and analyzed the differences in microRNAs (miRNAs) for 2555 different miRNAs, and detected
11 miRNAs that increased and 15 miRNAs that decreased. Then, miR-452-5p, which showed significant

changes, was introduced into colon cancer cells, and its effects on cell proliferation and cancer
invasion were investigated. The results showed that miR-452-5p promoted proliferation and inhibited

invasion of colon cancer cells. The results suggest that activation of the ERK pathway and
suppression of Slug may be involved in the mechanism.
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