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Identification of molecular signals essential for intestinal epithelialization
of gastric gland ducts.
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The characteristics and developmental mechanisms of intestinal metaplasia in
the corpus were examined using a mouse model of intestinal metaplasia.RNA sequencing and CyTOF/FACS
showed that no immune response is involved in intestinal metaplasia, and similar results were
obtained in the mouse model. Since previous studies have shown that activation of the Ras/MAPK
pathway is required, we crossed T1-Cdx2 mice with mice in which parietal cells were selectively
ablated and further induced intestinal epithelialization by inhabiting notch signal.

The results of this study indicate that both Kras activation and Notch inhibition may be required
for the development of intestinal transformation in the gastric body. These findings provide insight
into the mechanisms of gastric cancer and intestinal metaplasia.
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