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There are limitations in obtaining sufficient pancreaticobiliary tumor
tissue for genomic profiling. We investigated whether archived cytological specimens (ACS) suit
those tests. FFPE tissues and ACS from 44 patients with pancreaticobiliary disease were analyzed. We

compared genomic profiles of FFPE and ACS from 19 patients with malignancies. We tested ACS from 25

patients for the ability to discriminate between malignant and benign disorders. We explored
whether actionable and drug-matched mutations could be identified from ACS. Oncogenic mutations
observed in ACS were 73% consistent with those identified in FFPE specimens. Genomic profiling using
ACS discriminated malignant from benign disease with 93% accuracy, 91% sensitivity, and 100%
specificity. Drug-matched mutations were identified in 32% of ACS and 21% of FFPE samples. In
conclusion, ACS can discriminate malignancy and detect drug-matched mutations in patients with
advanced pancreaticobiliary cancer.
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