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Minimally invasive diagnosis of multiple myeloma by targeting IgH gene
reconstructions and RAS mutations

Yamamoto, Masayo
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We analayzed for the presence of RAS mutations using bone marrow samples
from patients with multiple myeloma (MM), and, in the patients with RAS mutation positive, we
analyzed mutation allele frequency (MAF) using cfDNA from plasma. Furthermore, we examined the
association with MAF of cfDNA and clinical findings such as serum free light chain. The rerults
showed that MAF increased in plasma before clinical progression in som cases, suggesting that
analysis of cfDNA from plasma may reflect the disease status of MM. Furthermore, iIn the other

analysis, the results suggest that patient with RAS mutation may have a poorer prognosis that those
without RAS muations, which will be reported in the future.
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Monitoring mutant KRAS in plasma cell-free DNA can predict disease progression in a patient 2023
with multiplle myeloma: A case report.
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