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It is clinically well known that immune-mediated diseases have strong sex
differences and that most autoimmune diseases are more common in women. The purpose of this project
was to understand the effect of sex differences on immune cell gene expression.

Analysis of the gene expression database of immune cells created by the applicants revealed that the
expression levels of many genes differ by sex, and that the immune pathway is particularly enhanced
in women compared to men. Furthermore, the analysis of the relationship between genetic

polymorphisms and gene expression levels revealed differences in the gene regulatory mechanisms

according to gender, suggesting that some of the differences may be linked to differences in immune
pathways between men and women.
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