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Liver metastases of gastric cancer have an extremely poor prognosis. We

performed a comprehensive analysis and identified killer cell lectin like receptor G2 (KLRG2) as a
liver metastasis-specific molecule. Stable knockout of KLRG2 in gastric cancer cell lines reduced
cell proliferation, migration, and cell adhesion. Forced expression of KLRG2 increased cancer cell
proliferative capacity. We found that KLRG2 interfered with phosphorylation of cell cycle-related
molecules. KLRG2 suppression significantly decreased tumorigenicity in mouse subcutaneous tumors.
Expression analysis using 300 gastric cancer surgical specimens showed that KLRG2 expression levels
in cancerous tissues were significantly correlated not only with the disease stages but also with
the frequency of cumulative incidence of postoperative hematogenous metastases.
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