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The search for drug targets and predictive biomarkers in hepatocellular
carcinoma through integrative proteomics of PDX models

Okuno, Masataka

TR

3,600,000

PDX
CRISPR-Cas9

PDX

CAR-T

Hepatocellular carcinoma (HCC) is one of the cancers with the worst
prognosis. Effective chemotherapy for advanced HCC is limited and there is an urgent need to develop
innovative therapies. In this study, we will develop patient-derived xenograft (PDX) models of HCC
and a comprehensive multi-omics analysis of PDX tumors will be performed, including cell surfaceome
and phosphoproteome analysis that focus on the identification of activated signaling pathways. In

addition, a genome-wide functional screen will be performed using HCC cell lines with the
CRISPR-Cas9 system. This will help to elucidate the molecular mechanisms of HCC and identify a set
of cell surface molecules as innovative therapeutic targets to overcome HCC.
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Characterization of mouse hepatocellular carcinoma cell lines to understand resistance to tyrosine kinase inhibitors
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Systems-approach based molecular profiling of mouse models for translational cancer research
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Temporal Omics Profiling Using a Mouse Model of Nonalcoholic Steatohepatitis-Associated Hepatocellular Carcinoma
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In-depth proteomic analysis of cancer models
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Temporal omics profiling using a mouse model of nonalcoholic steatohepatitis-associated hepatocellular carcinoma
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Integrated multi-omics analysis of a mouse model of NASH-derived HCC
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Integrated multi-omics analysis of a mouse model of nonalcoholic steatohepatitis-associated hepatocellular carcinoma
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