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Development of pharmacogenetic biomarkers of response to sublingual
immunotherapy of house dust mite
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This study aimed to determine the association between HLA genotype and
response to sublingual immunotherapy (SLIT) in patients with house dust mite (HDM) SLIT and to
develop a pharmacogenetic biomarker that could predict response to HDM SLIT. A total of 505 patients

receiving HDM SLIT were enrolled. Symptom questionnaires were obtained from the study subjects
before and after the start of SLIT to determine responses. Blood samples were collected from each
patient, DNA was extracted, and genotyping was performed. In addition, whole genome imputation and
HLA imputation were performed using the obtained data and Japanese reference data, and the
association with response to HDM SLIT was analyzed.
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