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Analysis of changes in expression of oral bacteria membrane transporters in the
relation to occurrence of oral mucosal disorders associated with high-dose
chemotherapy

Morikawa, Yuko
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Saliva samples were collected from children undergoing hematopoietic stem
cell transplantation at various time points, then PCR assays of DNA extracted from those specimens
were performed. Three months after transplantation, the detection rates of all oral Streptococcus
spp. and periodontopathogenic bacteria increased as compared to that at one month after
transplantation. In addition, sequence analysis was performed to identify the periodontopathogenic
bacteria species. Among all identified before transplantation, Actinomyces spp. showed the highest
rate of prevalence, while the most abundant in all stages was the Streptococcus genus. These
findings suggest that Actinomyces spp. and Streptococcus spp. bacteria are associated with oral
mucosal disorder development. Additionally, they provide useful information regarding oral care for
children undergoing hematopoietic stem cell transplantation and prevention of oral mucosal
disorders.
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Polymerase Chain Reaction (PCR)
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Streptococcus mutans (Sm)
Streptococcus sobrinus (Sb)
Streptococcus salivarius (Ss)
Streptococcus sanguinis (Ssa)
Streptococcus oralis (So)
Streptococcus gordonii (Sg)

Porphyromonas gingivalis (Pg)

Treponema denticola (Td)

Tannerella fotsythia (Tf)

Capnocytophaga ochracea (Co)
Capnocytophaga sputigena (Cs)

Prevotella intermedia (Pi)

Prevotella nigrescens (Pn)

Aggregatibacter actinomycetemcomitance (Aa)
Campylobacter rectus (Cr)
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