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Interspecies chemical communication between oral bacteria enhances the
generation of volatile methyl mercaptan

Hara, Takeshi
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We investigated the influences of bacterial interactions on CH3SH production
and its molecular mechanisms using representative oral bacteria. As a result, we found that (1)
CH3SH production by Fusobacterium nucleatum is increased by amino acid metabolites excreted from
oral Streptococci, (2) the methionine metabolic pathway via polyamine synthesis in Fusobacterium
nucleatum is involved in its promotion, and (3) the halitosis-causing bacteria involved in the
production of hydrogen sulfide (H2S).
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Interspecies chemical communication between oral bacteria enhances the generation of volatile methyl mercaptan.

64

2022




