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The development of a new predictive model for perinatal complications targeting
the oral microbiome

Tamahara, Toru
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This study focused on changes in the oral microbiome during the perinatal
period to investigate the relationship with perinatal complications. We analyzed the microbiomes of
269 pregnant women using saliva (807 samples) and dental plaque (807 samples) collected in each
perinatal semester. The variation in the microbiomes between samples was calculated using Unifrac
distances, and this was used to investigate the relationship with perinatal complications.

As a result, the patterns of microbiome changes during the perinatal period were identified. These

patterns were combined with physiological and biochemical data to perform machine learning, leading
to the creation of a risk prediction model for perinatal complications using a multimodal Bayesian

network. This risk prediction model demonstrated that improving the oral environment from the early
perinatal period can contribute to reducing the risk of perinatal complications.
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