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Elucidation of novel molecular mechanisms involved in coronavirus transmission
to humans
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The novel coronavirus SARS-CoV-2 has spread widely around the world, and the
resurgence of infection has occurred many times due to the repeated emergence of mutant strains.
Many issues remain, such as establishing treatments for the after-effects, and there are many
unknowns about how SARS-CoV-2 was transmitted to humans and its transmission mechanism.
In this research, we aimed to clarify molecules involved in transmission to humans by analyzing the
sugar chain structure that SARS-CoV-2 binds to. We analyzed it and found that it binds to sialic
acid-containing chains and some glycosaminoglycans.
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