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Analysis of molecular mechanisms of fructose-induced metabolic disorders using
liver organoids

Yamazaki, Mirai
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The purpose of this study is to elucidate the molecular mechanisms of
fructose-induced metabolic disturbances using liver organoids. Liver tissue was digested using
collagenase and dispase, then embedded in Matrigel and cultured. The established liver organoids
express cell-specific genetic markers, representing hepatocytes, Kupffer cells, and other cells
constituting liver tissue. To analyze the effects of fructose exposure on liver organoids, gene
expression analysis was performed using microarrays. The results showed changes in the expression of

34 genes, including those involved in metabolic regulation and oxidative stress.
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