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Secure sequential data analysis of sequential medical data has been

extensively studied. In detail, several methods to analyze the sequence variants (SV) from more than
one hospital have been designed, such as comparing SVs, identifying factors that led to branches in
SVs, etc. The proposed methods were rigorously evaluated using real hospital medical data on
multiple diseases.
Then, an appropriate amount of noise is added to the original frequency to ensure privacy when
estimating the frequency of the sequences. Only related data is added to the analysis based on data
distribution and medical meaningfulness. Finally, a secure experimental environment using the cloud
in which the data access control is carefully managed has been suggested for a secure data analysis.
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