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There are missing values &#8203;in large-scale proteome analysis, thus
missing value imputation should be necessary. However, missing imputed data have a bias that the
variances are underestimated. This is a serious ploblem because it increases the rate of false
positives in biomarker discovery. Therefore, we developed a new algorithm to correct the variance
bias after missing value imputation. We demonstrated its usefulness through simulations and
demonstrated the usefulness of the proposed method by applying it to proteome data. The results of
this research can be summarized as follows:[1] We developed a new index to evaluate the performance
of missing value imputation methods.[2] We developed a new algorithm to correct variance bias.
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