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Elucidation and manipulation of the regulatory mechanisms of cellular functions
by metabolic codes
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In this study, we defined the fluctuation information of a group of
metabolites originating from amino acids as the "metabolite code." Our research aimed to elucidate
the mechanisms of sensing the metabolite code and deciphering the information that leads to specific

phenotypes. As a result, we were able to identify amino acids that demonstrate coherence and genes
that vary due to amino acids. Furthermore, we made progress in establishing cell lines that stably
express AMPK and mTORC1 biosensors to visualize the amino acid signals. Ultimately, we successfully
established a cell line with stable expression of the AMPK biosensor; however, we prioritized
improving the sensitivity of the mTORC1 biosensor.
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