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Establishment of secretory synthesis method for sulfated peptides and its
application to quantitative analysis of tyrosylprotein sulfation
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In order to establish a new synthetic method for sulfated peptides, a key
tool for assessing the function of tyrosine sulfation, we investigated a synthetic method using
Brevibacillus or E. coli. Additionally, the possibilities of quantitative analysis method using
LC-MS for sulfated peptides was examined. As a result, a 1-step sulfated peptide synthesis utilizing

three recombinant enzymes expressed in E. coli was successfully achieved. Furthermore, the
analytical method for sulfated peptides using cholecystokenin sulfate (CCK-S), PSGL1, and C4 as

models was investigated. Potential qualitative and quantitative analysis of sulfated peptides using
MRM-IDA method was demonstrated.
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1. PSGL1 HPLC
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