2021 2022

Beveégpment of data analysis platform technology for data-driven genomic
reeding

Bono, Hidemasa

4,900,000

Fanflow4Insects RNA (RNA-Seq)
RNA-Seq

Fanflow4Insects
Fanflow4Plants

In addition to the sequence-based functional annotation, we have attempted
to develop a method to infer function from gene expression information. Although available RNA
sequencing (RNA-Seq) data varies among species, the developed method, named Fanflow4lnsects, can be
used as tissue-specific expression information from expression data obtained from RNA-Seq expression

quantification analysis, thereby providing a method to infer function from sequence
information-based functional annotation. The use of tissue-specific expression information from
RNA-Seq expression quantitative analysis has made it possible to provide functional annotation for
transcriptional sequences for which no clue could be obtained from sequence-based functional
annotation.
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