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Tracing the evolution of CAM-type photosynthesis: modification of carbon dioxide
fixation of crops by genome editing
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This research aims to modify crop photosxnthesis to confer extreme drought
and salt tolerance. To introduce CAM into C3 plants, the researchers will edit the transcriptional
regulatory sequences of CAM genes in C3 plants to place the associated genes under the control of
clock genes. To identify the editing sites, they will identify cis-elements and transcription
factors that control CAM gene expression and elucidate the factors required for CAM activation. They
identified transcriptional regulators of CAM-related genes in C3 plants and identified sequences to
be modified by genome editing. They also created vectors for prime editing and identified
cis-factors and transcription factors involved in the C3-CAM transition in the common ice plant.
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