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Mechanism of promotion of mycorrhizal symbiosis by light emitted from roots
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It is known that far-red light (FR) is efficiently transmitted through the
stems and roots of herbaceous plants. Therefore, | examined the possibility that FR reaching the
roots could promote mycorrhizal symbiosis in the ground. We found that FR irradiation at 700-910 nm
could promote mycorrhizal hyphal growth. The expression of many membrane-related genes in
mycorrhizal fungi was also examined under FR irradiation, and the results showed that the expression

of many membrane-related genes fluctuated, suggesting that changes in membrane function may promote
mycorrhizal fungi mycelial growth.
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