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Gene _expression analysis of trigger mechanisms of reproduction in two maple
species
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The expression status of genes involved in initiation of flowering was
investigated for two acer species (Acer mono and Acer amoenum) by using comprehensive gene
expression analysis (RNA-seq). Canopy leaves of trees of various sizes and in environmental
conditions were repeatedly sampled before, during and after bud formation to track change in gene
expression. As the first step, we identified probable FLOWERING LOCUS T (FT) genes for the first
time for both species. According to the results of RNA-seq analysis, the expression levels of genes
homologous to several regulators of FT were correlated with FT gene expression, and they were also
significantly correlated with the light environment and/or size of target individuals. These genes
were suggested to be involved in life-stage related initiation of flowering in the target tree

species.
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