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Proteins expressed from ?enes encoded on chromosomes are the basis of
various biological activities and life events. Although the effects of gene deletion have often been
studied in life science and medical research using model animals such as laboratory mice,
functional analysis of the chromosomal sequences that control the timing, location, and amount of
gene expression has not been conducted.
In this study, we developed a method to determine the chromosomal regions that control gene
expression patterns, and in mouse Embryonic Stem (ES) cells, we succeeded in developing a method
that contributes to the identification of a wide range of candidate genomic regions that might
control gene expression patterns.
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