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Recent analyzes using fission yeast revealed diversity in the distribution
of ectopic heterochromatin (EHC), and we hypothesized that EHC-mediated gene suppression (epigenetic
mutation) contributes to environmental adaptation. and clarified the following two points. 1) We
showed that the diversity of EHC distribution increased under stressful conditions. 2) Artificially
increased EHC diversity increased the probability of emergence of strains exhibiting drug resistance
and auxotrophy, indicating that these were phenotypic changes derived from EHC. The above results
indicate that EHC diversity can contribute to environmental adaptation.
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ChlIP-seq peaks in different conditions
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2 1 SPAC13G6.13/aps1| 1| 1| 1| 1| 1] 1] 1] 1] 1] 2| 1| 1| 1| 1| 1
3| 1 13A11.03 (mep7)| 2| 2| 2| 2| 2| 2| 38 2] 1 3] 2] 2[ 8
SPAC13A11.04c (ubp8)| 1| 1| 1| 1| 1| 1| 2] 1] 1] 1 3| 2| 2| 38
4] 1 SPAC3C7.14c (obr1)/ISPAC25A8.03c| 1| 1| 1| 1| 1] 2| 1] 2| 1] 2| 1| 1| 1| 1] 1
5 1 gpa2| 1| 1| 1] 1] 1| 8| 2| 3f 3] 1| 1| 2] 2[ 2[ 8
SPAC23H3.14 (avi9)| 1| 1| 1| 1] 1] 2| 2| 8 2
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jmit | 1] 1] 1] 1] 1] 1] 2] 2] 1] 1] 1| 2| 2| 2| &
6] 1 SPAC17A2.10c/SPAC17A2.11| 1| 1| | [ [ [ 1] 1| 1| 2| 1] 1] 1] 2] 1
7] 1 SPAC959.05c (pdi4)[ 1| | 1| 1| 1| 1| 1] 1] 1[ 1] 1] 2] 1] 1] 1
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SPAP7G5.06 (pert) | 1| 1] 1] 1[ 1] 1] 1 - 18] 1] 1] 1
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1] 1 SPAC27D7.13c (ssm4)| 2| 2| 2| 2| 2| 2| 2| 8] 1] 1| 1 2| 2
12 1 SPAC1B3.17 (clr2)| 1| 1| 1| 1| 1] 1] 1] 2] 1] 1| 1| 1| 1| 2] 1
13| 2 SPBPB21E7.09 3[ 2| 3] 1| 8 11 1] 2 H
14| 2 mep5 | 1) 1| 1 1] 1] 2 1| 1] 1 3] 3] 2| 38
SPBC216.03 | 1| A | [ [ 1] 1| 1| 2| 1] 1] 1] 1] 1] 1
15| 2 SPBP35G2.10 (mit1)| 1| 1| 1| 1| 1] 1| 2] 1[ 1] 1[ 1] 1| 1] 1| 2
16 2 SPBC337.02c| 1| 1| 1| 1| 1| 1| 2 2 1f 8] 8] 1] 2| 2| 1
17| 2 cdk9 | [ [ [ A [ 1] 1] 1| 2[ 1] 1] 2] 1] 1] 1
mei4| 2| 2| 2| 2| 2| 8] 2| 3] 3] 3 3] 2[ 2| 8 2
18| 2 sws1-SPBC11B10.07c (ivn1)| 1| 1| 1| 1| 1] 1] 1] 1] 1] 1| 2| 1| 1| 1| 2
19| 2 cak11 [ [ A 1] [ 1 1] 1| 1] 1] 2] 1] 1] 1} 8] 1
cant 1 1) 1 ] 1 2f Af 1f 2 A 1 1] 1] 8| 1
SPBC18H10.17c| 1| 1| 1| 1| 1| 1| 2| 1] 1| 1| 2| 1] 1] 8[ 1
20| 2 SPBC18E5.04 (rpl1001)| 1| 1| 1| 1| | [ 1 [ 1 2[ 2[ 1] 1| 2[ 1
21| 2 SPBC1711.03 (emc3)-SPBC1711.05 (srp40)| 1| 1] 1] 1] 1 2 1l 1] 8 _1-
22| 2 SPBC17G9.13cleno101| 1| 1| 1| 1| 1 2| 1| 1] 1| 8 11 1] 11 1
23| 2 pfki/sad1| | A [ A[ [ A[ 1] 1| 1| 1] 1] 2] 1] 1] 1
24| 2 SPBC24C6.09c | 1| 1| 1| 1| [ 1| [ 1] 1| 1] 1| 2] 1] 1] 1
SPBC24C6.09¢c/SPBC24C6.10c| 3| 8| 3| 3| 3| 8 3 3 E 3 3!
25| 2 ade1-xdj1 1 1) 1] 1] 1] 1 8 1| 1] 1 1 1] 1] 1
26| 3 SPCP20C8.01c| 1| 1| 1| 1] 1| 1 11 1 1 8] 8] 1
SPCP20C8.01clnic1| 1| 1| 1] 1| 1| 8 2 2 2f 8] 1] 1| 8] 2
27| 3 SPCC1259.02c (erm1)| 1| 1| 1| 1] 1| 1 2 1] 1] 1] 2 1| 1 Intensity
SPCC1259.02c (erm1)/rpa12| 1| 1| 1| 1| 1| 2 2 3| 2 3H§ No peak
28| 3 chk1i-meu27 | 1| 1| 1| 1] 1| 1 1 1 1] 1] 1] 1 Low
29| 3 SPCC1450.09c| 1| 1| 1] 1] 1[ 1 1 1 1] 1] 2] 1 Modest
30| 3 SPCP1E11.10-SPCC569.06 | 1| 1| 1| 1] 1 1 1| 1 2 High
SPCC569.03 | 1 1| 1] 1] 1 1 1
SPCC569.01c| 1| 1| 1] 1| 1 2







