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Integrated approach for analysis of early human development using micropattern
culture system and its application to disease research

Abe, Kuniya
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In this study, we established a highly reproducible and synchronous cell
differentiation analysis platform using a micropatterned human iPS cell culture system to understand
the process leading to three germ layer formation, an important aspect of early human development,
and clarified the cell differentiation process and gene expression changes along the time series of

multiple iPS cell lines derived from healthy individuals. We have established a simple and rapid
method to test the differentiation potential of multiple iPS cell lines based on image data, and
have shown that there are differences in differentiation patterns among cell lines , and that these
patterns can be classified into several types. To facilitate the single cell gene expression
analysis, novel sample multiplexing method has been established.
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