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Revealing the molecular mechanism of photosynthesis optimization by circadian
rhythms

Tokutsu, Ryutaro

4,900,000

ChlP-seq mRNA-seq ChlP-seq mRNA-seq

1990
20
NF-Y

In this study, we generated complemented transformants of the mutant
exhibiting abnormal circadian rhythms. Integrated analysis of the ChIP-seq and mRNA-seq data from
the complemented transformants and the mutant revealed several factors that may link circadian
rhythm and photosynthesis.
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