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Development of a novel therapeutic agent against COVID-19 by targeting newly
synthesized spike protein in cells

Nishikawa, Kiyotaka
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The main purpose of this study is to develop a novel therapeutic agent
against SARS-CoV-2 by targeting the receptor binding region (RBD) of the spike protein (S-protein).
Since S-protein functions by forming a trimeric structure, here we developed a novel technique, in
which a series of tetravalent peptides with high-affinity binding capacity to RBD was identified by
screening a cellulose sheet with hundreds of tetravalent peptide-libraries synthesized on it. We
identified 10 tetravalent peptides with high affinity binding to RBD. Three of them inhibited the
binding of RBD with its receptor ACE2 with thouthands fold potency compared to a peptide derived
from ACE2 that has been shown to inhibit the binding, indicating that these peptides can be a novel
type of therapeutic agent against COVID-19.
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