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Group A Streptococcus invades host cells and are recognized by xenophag%,
but not all of the bacteria are eliminated, and some escape xenophagy degradation. Therefore, when
the remaining bacteria were recovered from the infected cells and reinfected, we found that capsular
production increased dramatically in some bacteria. We analyzed the gene mutation sites of these
bacteria by short-read sequencing, and we found that the bacteria exposed to xenophagy showed a
deleterious mutation that is not seen in xenophagy-deficient cells.
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