2021 2023

Development of anti-inflammatory drug

KIM, MINSOO

5,000,000

2010

While existing antibiotics have serious problems such as the emergence and
spread of multidrug-resistant bacteria and the destruction of the intestinal microflora, new drugs
for infectious diseases have been sought to overcome these problems, but few new drugs have been
launched since the 2010s.

In this study, we aimed to develop a method for infectious diseases based on a completely new

concept, which is different from the mechanism of action of existing antibiotics and small molecule
therapeutics and targets the specific mechanism required to induce virulence in pathogenic bacteria.
We conducted a compound screening to develop a compound that inhibits macrophage cell death, which

is induced during bacterial infection, and examined whether it could be a novel mechanism as a
therapeutic agent for infectious diseases.
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