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Development of bone regeneration methods based on understanding of tissue
remodeling

Tei, Yuichi

4,800,000

RNA-seq
Glil

Glil

In this study, by focusing on skeletal progenitors, we performed the lineage
tracing analysis and single cell RNA-seq (scRNA-seq) analysis to understand behavior of the
progenitors and the mechanism of cell fate determination to osteoblasts at bone repair sites. As a
result, we confirmed that Glil-positive cells were activated at bone repair sites and contributed to
bone repair and fibrosis. scRNA-seq analysis provided candidate signaling factors involved in the
fate determination to osteoblasts. We also developed a new hydrogel with drug-loading ability and
demonstrated its contribution to bone regeneration in cell experiments and animal models.
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