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Exploring epigenomic perturbation by an episomal RNA virus vector
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The purpose of this study was to elucidate epigenomic perturbation by REVec,
an episomal RNA-based viral vector developed from the Borna disease virus. To explore the
regulation of epigenetics by virus-derived episomal RNA, the following two points were performed: 1)
elucidate the epigenomic perturbation of stem cells by REVec transduction; 2) examine the effect of
REVec epigenomic perturbation on stem cell differentiation; in 1), REVec-transduced mesenchymal
stem cells were generated and in 2), we analyzed gene expression changes in REVec-transfected
mesenchymal stem cells by microarray and tested for expression of undifferentiated markers and
oncogenesis.
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