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Analysis of the ancestral function of the plant hormone KL as a regulator of
vegetative reproduction using hornworts
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Plants propagate vigorously by Eenerating clones through a process called
vegetative reproduction. KAI2-Ligand (KL), an as-yet-unknown novel plant hormone, is one of the
regulators of vegetative propagation. In this study, we investigated the mechanism of KL signaling
and vegetative reproduction in hornworts.

In the hornwort Anthoceros agrestis, we comprehensively searched for target genes of KL signaling,
and identified genes that are widely conserved in land plants. Additionally, we generated
KL-response reporter plants and plants that blocked the KL signaling to further analyze the
physiological function of KL. Furthermore, we explored the developmental basis of vegetative
reproduction in the hornwort A. angustus, which evolved a unique vegetative reproduction system. To
facilitate future experiments as a new research model for vegetative reproduction, we established a
transformation method in A. angustus.
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