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Development of novel drug for drug-induced myocarditis using medical big data
and omics data

NIIMURA, Takahiro
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By analyzing gene expression data in myocardial samples from mouse models of
ICI-associated myocarditis, we identified several genes which expression was significantly altered
in ICl-associated myocarditis. Based on the identified genes, we extracted several therapeutic
candidates for ICI-related myocarditis by omics database analysis. Using mouse models of
ICI-associated myocarditis, we found that the candidate drugs significantly attenuated inflammatory

cell infiltration in the myocardium.
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Development of a novel mouse model of immune checkpoint inhibitor-associated myocarditis
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