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Analysis of higher order chromatin structure in embryonic macrophage
differentiation

Kikuchi, Kenta

2,400,000

Mononuclear phagocytes, including macrophages, are functionally diverse.

However, molecular mechanisms underlying such differences remain unclear. In this study, we analyzed
the changes in the higher-order chromatin structures of mononuclear phagocytes during
differentiation. We found that higher-order chromatin structures including nuclear compartments and
topologically associating domains in the regions of mononuclear phagocyte lineage-specific genes are
reorganized during differentiation. Furthermore, some of these structures are regulated by
lineage-specific transcription factors. We analyze how the established higher-order chromatin
structures are involved in gene regulation.
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3D chromatin structure of host defense-related genes is pre-established during DC differentiation
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