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Exploratory study of genomic abnormalities and microenvironment of HER2 gastric
cancer that confers resistance to anti-HER2 antibody-drug conjugate
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First, to investigate the relationship between specific genomic alterations
and treatment efficacy, we concluded a contract with the Center for Cancer Genomics and Advanced
Therapeutics of the National Cancer Center and analyzed the results of comprehensive genomic
profiling tests conducted in Japan. The results showed that HER2-positive gastric cancer patients
with a specific genomic alteration tended to have a poorer response to anti-HER2 drug conjugate than

those without the alteration. We are analyzing the mechanism by which this genetic alteration is
involved in drug resistance.

We are also focusing on lymph node-like structures (tertiary lymphoid structure) that form within
cancer, and using multiple fluorescent immunostaining and comprehensive genetic analysis techniques,
we are evaluating the correlation between the constituent cells of tertiary lymphoid tissues and
the therapeutic effect of drugs.
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SNV, single nucleotide variant; CNA, copy number alteration
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