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SLE T-bet+CD11c+B

Glycolysis controls the differentiation of na&#239;ve B cells to T-bet+CD1llc+ B
cells in SLE

Todoroki, Yasuyuki
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In vitro, T-bet+ B cells were well-induced when naive B cells cultured under
the combination of B cell receptor + CD40 ligand+IL-21 + TLR9 ligand +IFN-y . And in the culture
medium, IL-6 were excessively produced from naive B cell-derived T-bet+ cells. The differentiation
process showed a metabolic bias toward glycolytic system. In contrast, differentiation into
plasmablasts depend on OXPHOS-dominant metabolic bias. Glycolytic inhibitors suppressed the
proliferation and IL-6 production of these cells. On the other hand, OXPHOS inhibitors showed a
limited effect.
In SLE patients, T-bet+ B cells (%) were associated with active nephritis and resistance to
treatment and positively correlated with serum IL-6 concentration. Glycolytic enzymes GLUT1/3, HK2,
and GAPDH were upregulated in these cells.
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(6) Etomoxir:Carnitine palmitoyltransferase I(CPT1)
@) Oligomycin:Mitocondrial ATP synthas(complex V)

(3 Metformin: AMPK activator
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