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Decoding the universal cell differentiation mechanisms.
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Cell differentiation is one of the unique life processes specific to
eukaryotes, and its precise spatiotemporal control is essential for the development processes and
maintenance of homeostasis. In recent years, epigenetics has revealed new aspects of various
biological processes, which is also true for cell differentiation. In this study, we focus on the
cell differentiation of hematopoietic cell lineages and the master transcription factors, aiming to
elucidate unknown epigenomic regulatory mechanisms. These findings could uncover lineage-specific
insights into hematopoietic cell differentiation and decode the fundamental principles of cell
differentiation and aims to elucidate various disease mechanisms caused by abnormalities.
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