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The identification of circular RNA which is specifically elevated in ovarian
cancer and the elucidation of its role
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Clear cell carcinoma (CCC) of ovary, at least partly, arises from
endometriotic cyst. Underlying mechanisms during this malignant transformation needs to be
elucidated. Herein, we focused on circular RNAs (circRNAs) during this process and assessed their
roles. Through circRNA microarray using extracted RNAs from two CCCs with each corresponding normal
ovarian tissue, circRNAs highly expressed in CCCs were identified. Among 3 candidate circRNAs,
circSOD2 were specifically elevated in CCC clinical samples. The interaction between circSOD2 and
miR-224-5p as well as miR-532-3p was suggested by in silico analyses, and thereafter verified by RNA

pull-down assay. Silencing circSOD2 inhibited cancer invasion in Matrigel Invasion Assay.
As a conclusion, we presented that cirsSOD2 is highly expressed in CCC and showed
circSOD2/miR-224-5p/miR-522-3p axis during ovarian cancer invasion. Silencing circSOD2 alleviated
cancer cell invasion, suggesting it can be a novel molecular target to treat CCC.
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