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Efficacy of lactbaciillus species in inhibiting Helicobacter pylori colonization
using caries-induced rat models.
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Oral specimens were obtained from 204 subjects, with Helicobacter
pylori organisms detected in 61, while teeth extracted from 38 subjects were found to be affected by
caries into the dentin. Furthermore, 16S metagenomic analysis showed that the detection rate of
Lactobacillus delbrueckii tended to be higher In subjects with no caries and H. pylori not detected
in oral specimens. Also, the number of colonies formed by Streptococcus mutans, L. delbrueckii, and
H. pylori cultured in mitis-salivarius bacitracin agar medium was lower than the number formed by S.
mutans alone.

The present findings indicate that L. delbrueckii inhibits formation of biofilms promoted by
coexisting S. mutans and H. pylori, as well as the growth of S. mutans. It is possible that H.
pylori is transmitted to the stomach via caries cavity induced by S. mutans, thus this study may
contribute to not only strategies for dental caries prevention, but also inhibition and prevention
of H. pylori colonization.
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