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Geometric and functional data analysis for spatiotemporal data mining in
medicine and life sciences

Okada, Daigo
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In this study, we developed a novel data analysis method based on geometr
and functional data analysis for data-driven analysis in the medical and life sciences domain wit
temporal and spatial structures. In particular, we developed a novel DICNAP method based on
functional data analysis to comprehensively detect nonlinear aging changes and classify their
representative patterns in the aging genomics foeld. By applying this method to a public DNA
methylation dataset, we were able to reveal the overall picture of nonlinear aging changes in DNA
methylation markers.
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