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DevElopment of sewer pipe corrosion using wastewater quality information in Sri
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This study aims to develop a novel method for estimating deteriorated sewer
pipes in Sri Lanka by applying the Microbial Source Tracking (MST) technique, which identifies the
origin of microorganisms. Sewage samples were collected from survey sites in Sri Lanka and Japan,
and total DNA was extracted from the collected sewage to identify genes from bacterial species
frequently detected in corroded sewer pipes. As a result, it was found that Desulfobulbus genus gene

markers are suitable for detecting anaerobic biofilms that generate hydrogen sulfide, and Thiothrix
genus gene markers are suitable for detecting concrete corrosion. These gene markers are suggested
to be usable for indicating the locations of corroded sewer pipes.
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