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T EELR (FEX) Platformof large scale and high qual ity genomics and bioinformatics:
Towards the advancement of genome sciences in academia
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WFZERC R OB (F3L) : We have provided technologies of large scale and high quality
genomics and bioinformatics to many KAKENHI projects, 60 to 90 subjects every year and
altogether 464 subjects, based on application and selection. This kind of support became
possible by concentrating to a limited number of DNA sequencing centers under the
situation that there was unexpectedly fast advancement of these technologies in the world.
Our activity has led to 363 papers including the Coelacanth genome paper. The KAKENHI
subjects that we supported cover all the KAKENHI items and almost divisions of life science
domain. Furthermore, we have developed new methodologies to solve the problems that
emerged from the support activity: One of them is the genome assembly software PLATANUS
that has become a key method to decipher difficult genomes. Such a virtuous circle and
the outcome show that the platform is essential and effective in life sciences.
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D7) WENT, KBS ) D —r v v
T A=y N T ) A
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OF ) LU A RN
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[ - B, A ] AN AR RREL (AHC)
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IR0 T2, AAFZETlE, DR WEARA
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[PAR-CLIP #£% iV 7= Ataxin—2 DFEAJ RNA
ERERED[AIE  (KRBRK « TR ]

ATXNZ (X3 M B/ DM PESE 2 B (SCA2)
DHREBLRTFTHY . ZOBLBTENTHD
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(Mol. Cell 2014),
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A D TRV, 3) Rk DU S B H
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Research 2013),
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(Nature Genetics 2015),
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(Genome Research 2015),
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Cell 2013; Nature Comm. 2014 72 &),

@V v =BT L D5 ) b« B\ S T
(72 7V 2 T X D AL EY S0 7
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TA T R b ik R GE IS O Bl 1] b
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77 AESNOEREE L D 7=, BIE, [EEE
F— L LD ERTTH D,

(3) ZAmia e 1 2

<O >

77 NECBI D BEI O EAZ W) « ZMila i
DUWNT, RNA-seq IZXBNTF A7 U T h—



LfEHT. ChIP-seq, BS-seq Z#Hilh& L7zt
70 BRERT, exome fEHT. & BHIT TSS-seq &
B UMT RIP-seq 25 OBk 72 AT 2 T omg Jis U
WERET ) RN DR H AT o7, Fl= 7/
LECHNAREN D AT DN T b F D &G T
EAMEET BT8O RNA-seq AT EIT - 717,
REIE. B FERIZLHE LT, 50 fFEL ED
EWFEIZ D=5, FlETliE, 1 AEo RNA-seq
72 ERE ORI EL HHHTE TV 5D,

< F e R >

DOrT R U T F—AfRTE =7 ) A
(GNP A= 3 R 2 = A )
DFEARE ORI (K - %818 ] %513,
RY a—LFEE R BN HRO =
a—a oL EIHIT A2 LT, =2—n
VBN S 7Y T~ BT TS 2

EERHLTWER, ZNETOIEITLY,

HMGA2 237K Y 3 — AREX X7 O EEILHE
MR CHDHIEEZHLMZ L (Nat.
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ZRH U7, (Development, 2014)
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Genome Biol Evol, 2014),
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(Mol Cell, 2014; Method in Mol Biol, 2014)
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