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This project aims to study regulatory gene expression associated with various
biological processes mediated by post-transcriptional modifications. We established a biochemical method
called "inosine chemical erasing (ICE)" to directly identify inosines on RNA strands with high
reliability, and applied the ICE method combined with deep sequencing (ICE-seq) to successfully map about
20,000 novel A-to-1 RNA editing sites in human brain transcriptome. As novel RNA modifications, we
identified 2-agmatinylcytidine (agm2C) and cyclic t6A (ct6A) from tRNAs, and studies their function and
biogenesis.
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