P 3¢

BxXc—19

N H |

HEHREPHERX (BEHRERIE) IRARRBESE
PRk 2 54 5 H 3 HELE

HEAES 17102
MZEiER  ABHE (A
WZ2HEART - 2010~2012
SREES 22247017
ZREERELR (F13X) Rac FMEIEZIES CDM 77 I 1) — D FED L AR & 7 D FI e

ZRiERE4L (FX) Signaling and functions of CDM family proteins that acts as Rac GEFs
MERERSE

t&HF T (FUKUI YOSHINORI)

M KEZE - £ERHEEZAZEAT - Hiz

HEEZEZS : 60243961

WFFER R OBEE (Fn30)

AWFFETIEL, Rac IEMEALZFL S COM 7 7 I U — /0 T ORECHI R RE I S X . T 21T o 7=,
Z DFEH . 1) DOCKL 2318 N M ILZ 3V T CXCR4 O T CTHERE L. (DM TRk IS BB 2 A8
ZH U5 &, 2) DOCK2 75 NK Mifim DM fa s EyE M 2 4 5 2 &, 3) DOCK5 23 B Hiha DRk
HERBUCEZETH S Z &, 4) DOCKL 25 PDGF HPLIZ L 5 dorsal ruffle FERRICKHETH D Z &
5) DOCK5 & #72 1) (DOCK1 <> DOCK2 |FR A7 7 F YU E R BT 5 2 L5, BERMA BT,

WEZERC R OB (5530)

In this study, we have analyzed signaling and functions of CDM family proteins that are

known to act as Rac GEFs. We obtained several important conclusions as follows:

1) DOCK1 acts downstream of CXCR4 in endothelial cells and plays an important role in
cardiovascular development

2) DOCK2 regulates NK cell-mediated cytotoxicity.

3) DOCK5 plays an important role in osteoclast functions

4) DOCK1l is required for PDGF-induced dorsal ruffle formation

5) Unlike DOCK5, DOCK1 and DOCK2 bind to phosphatidic acid
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