#e=L C-19

P 3¢

N H |

MPRAREMREEX (RPHREMHEE) ARAERBRESE

YRk 25 A 5 A 27 HEUE

HREEE S : 14301
MEER  ABIHE (A)
HZE AR : 2010~2012
EREE S ¢ 22247033
MERERL (FIX) YOREZDTR)DXASERNVE-RERBAREICITHND
BEHLTHEEEROS TS
MEREBE R (ZFEX) Molecular analysis of the interaction of different tissues during
organogenesis using mouse—chicken chimera
MERERSE
fifiz  &E#0 ( AGATA KIYOKAZU )
REKE - KEREZHEFR - &2
MEEES : 70167831

WFERCROMEE (Fn30) © 77 U 7 3 EeetEepiiia s & W2 A3 5@ ©. a3
Do LA & MR AR 24k 0 I L TRRIFH DT L REZ b DI Z TERL L T < 2 L 234y
molz, &I TaREMHME TH L~ Y 2 ES Mol — 2, =7 ~ U RO T EME
R L CEBOMRE AN SEZE A, =V PV ROF T T 20 ES Hkifilaz &
iz > HZ LIS LIz, £ 2T, ABRETIE, v~ 7R ESHlldz =7 U IR~BAHi%,
M DTERIERE DS AT~ 7 nb mRNA R LT, kit fle—27 = —TmRNA &2 —7
TUAL A AA T HYT 47 AT AHRKO mRNA & =7 U H3kO mRNA #1457
UL RIRREFTRIITE & T 2 8RR O BOS & JERD ML 0O SO 2 8 AR - R 8L L~V TRET 9~ %
L EIToI,

WFIEER R OB EE (F£30) : To investigate the interaction of stem cells and the surrounding cells
during brain development at the molecular level, we produced mouse ES cell/ chicken
embryo chimeras by transplantation of the mouse ES cells into the future brain-forming
region of chicken embryos. And then we collected mRNAs from the developing brains and
tried to sequence these transcripts using next generation sequencers and to categorize
them into mouse- and chicken-derived mRNAs by bioinformatic analysis. We spent a lot
of time to collect enough amount of the mRNAs from the developing chimera brains. Thus,
we are now trying to sequence them using Illumina Miseq.
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