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Analysis of candidate genes for heterotic QTL discovered from a gene pool of wild mi
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Heterosis was found more than 100 years ago. Since then, it has become a genetic p
henomenon essential for animal and plant breeding. However, no causative gene for heterosis has been clone
d. I previously discovered a new QTL (quantitative trait locus) for heterosis of body weight from a gene p
ool of wild mice and 1 fine-mapped it to a limited chromosomal region by QTL analysis using a congenic mou
se strain. In this study, | performed exome analysis, phenotypic analysis and gene-expression analysis usi
ng congenic and subcongenic mouse strains developed in previous and present studies. | fine-mapped the bod
y weight QTL to an about 6-Mb genomic region, although its heterotic effect was unfortunately not confirme
d in this study. I also revealed that four genes are putative candidate genes for the body weight QTL.
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