EIES

KXc—19

N H I

FEZMREDRERX FREARERNE) ARAREESE
k2 546 A 2 5 HIUE

MRS 82107

EFER - EEBHE B)

22 EART - 2010~2012

EEEXS: 22380183

MERERL (FIX) ECTFREBIEN - EURETRAVEREME - 1 *HEEER DR

iR RER (EX) Analysis of epiphytic bacteria-rice interaction using transcriptome
technology and bioassay.
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‘Rice with low epiphytic bacteria (RLE)’ , which includes culturable and unculturable
bacteria, was developed by sterilizing rice seed. The population of total epiphytic
bacteria in RLE is significantly lower more than 1/1000 of that in wild rice. RLE is
suggested to be useful for excluding genes’ expression by resident bacteria on plants,
which we call it as ‘noise’ cuased by epiphytic bacterial, from genes’ expression of
rice plant itself. Transcriptome analyses of RLE and wild rice were conducted. The
results showed the increase in genes’ expression associated with DNA replication, DNA
repair, protein synthesis and transport in RLE as compared to in wild rice. The results
suggest that ‘noises’ caused by bacteria inhabiting rice plant are included within the
expressions of genes obtained by a microarray analysis of rice plants
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Metabolism
Carbohydrate Metabolism 50 32
Energy Metabolism 14 11
Lipid Metabolism 26 12
Nucleotide Metabolism 8 1
Amino Acid Metabolism 40 28
Metabolism of Other Amino Acids 8 8
Glycan Biosynthesis and Metabolism 13 2
Metabolism of Cofactors and Vitamins 5 6
Metabolism of Terpenoids and Polyketides 6 7
Biosynthesis of Other Secondary Metabolites 139 10
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Genetic information processing
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Enviornmental information processing
Signal Transduction 9 3
Transport and Catabolism 5 4
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