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Analysis of plastid-targeting mechanism of glycoproteins involved in starch metaboli
sm of rice
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(1) We found that rice Amyl-1, NPP1, NPP2, NPP6, and MSD1 are glycoproteins target
ing to plastid via the secretory pathway, and we characterized N-glycome (oligosaccharide structures) of p
lastidial glycoprotein NPP1. (2) The plastid targeting signal regions (PT) of Amyl-1 and NPP1 were identif
ied. Furthermore, it was suggested that there exists plastid envelope factor(s) that required for plastid
targeting of %choprotein. §3) Abnormal expression of alpha-amylase during seed development led to the poo
r formation of starch granule. In addition, NPP1 was found to be a negative regulator for starch accumulat
ion in rice leaves.
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