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Presbycusis is a sensorineural hearing loss associated with age and appropriate mouse model for this
disorder is required to clarify the mechanisms. Human nonsyndromic hereditary deafness (HDFN) and
presbycusis possibly share the mechanism, which suggests that ENU-induced mouse mutants of deafness
that are thought to be good models of HDFN may provide a cue to solve the mechanism. In this study, we
have identified novel deafness genes for that we multilaterally approach to investigate its functions.
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